Data collection and refinement statistics.
Data collection

Space group C2
Unit-cell parameters (Å, °) 103.7, 59.3, 42.4, 90, 106, 90 Resolution (Å) 100-1. 
Deglycosylation assay
The CHO cells stably expressing β4s were induced with doxycycline, as described in the METHODS section. The cells were washed twice with PBS, detached from the culture dishes using PBS containing 2 mM EDTA (pH 7.5), and lysed in 50 mM Tris-HCl buffer (pH 7.5), containing 150 mM NaCl, 1.0%
Triton-X, and protease inhibitors. Supernatants, collected after centrifugation at 14,000 g for 10 min at 4 °C, were incubated with peptide-N-glycosidase F (PNGase F) at 4 °C overnight, and then analyzed by western blotting.
Cell surface biotinylation
The cells were biotinylated and isolated with a Cell Surface Protein Isolation kit (Pierce 89881), according to the manufacturer's protocol. Samples were analyzed by western blotting.
Statistical analysis
All data are presented as the means ± S.E.M., and the one-way ANOVA following the post hoc tests (Tukey's and Bonferroni's) was performed, as described in the figure legends. Supplementary Figure S1 Amino acid sequences of the mouse β4 and β1 subunits.
Sequence alignment of the mouse β4 and β1 subunits, accomplished using ClustalW (EMBL-EBI).
Conserved types of amino acids are color-coded according to the ClustalW program (AVFPMILW are colored red, DE are blue, RK are magenta, and STYHCNGQ are green). 
